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# JAMOVI WORKSHOP

jamovi represents the next generation in statistical software, providing a user-
friendly, modern alternative to expensive software such as SPSS and SAS. jamovi 
is free and open-source, and makes many of the procedures performed by 
researchers, simpler, more streamlined, and completely reproducible.

this workshop introduces the jamovi paradigm, and is a hands-on walk-through 
of many procedures relevant to reproduction a embryology laboratory.

3. THE JAMOVI LIBRARY

One of the core tenets of jamovi 
is that it must be ‘community 
driven’. To this end we provide the 
jamovi library, a library of additional 
analyses developed by scientists 
around the world. In this session, 
we walk through the jamovi library, 
and explore installing and using 
analyses provided by other people.

1. INTRODUCING JAMOVI, VISION, MOTIVATION

in this session, we introduce the 
jamovi platform, the paradigm, our 
vision and the principles that guide 
and motivate it’s development.

2. THE JAMOVI ANALYSES

in this session we introduce the suite 
of analyses provided with jamovi, 
and provide a walk-through of 
more sophisticated techniques, 
including model selection and the 
use of estimated marginal means.

4. CLEANING/FILTERING MESSY DATA

In this session we grapple with 
the realities of research data; 
that it is messy and often requires 
considerable work to tidy it before it’s 
ready for analysis. We’ll walk through 
jamovi’s simple and reproducible 
filtering system, exploring different 
rules that can be used to exclude 
participants or cases.

The topics covered will be:



5. COMPUTING AND TRANSFORMING DATA

In this session we explore 
computing new variables, and 
transforming and recoding data. 
as we’ll see, jamovi provides an 
elegant and powerful formula 
system for a range of functions, 
including; sum scores, z-scores, 
centring variables, string 
manipulation, mean imputation, 
log transforms, and many more.

7. JAMOVI AND R

in this session we explore how 
jamovi and R can work together. 
this includes exploring ‘Syntax 
mode’, a mode where jamovi can 
output the equivalent R code for 
analyses, the Rj Editor, an editor 
that allows you to run R code 
directly in the jamovi spreadsheet, 
and the jamovi dev-hub, a series of 
tutorials showing how analyses from 
R can be built into modules for the 
jamovi library.

6. ADVANCED ANALYSES: MIXED EFFECTS MODELS

in this session we explore one of the 
flagship modules from the jamovi 
library; GAMLj. GAMLj provides a 
number of sophisticated analyses 
which historically have been 
underutilized in research due to 
the complexity of the software to 
run them. in this session we explore 
generalized linear models, and 
linear mixed effects models, and 
see how accessible GAMLj makes 
them.

FORMAT
The program will be a mixture of talks and self-paced learning. More 
advanced users will be able to jump ahead if they pick up the material 
quickly.
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Jonathon Love is a Software Developer and Researcher at the 
University of Newcastle. He completed his studies with Andrew 
Heathcote at the University Newcastle, Australia, and has over 15 
years experience in Software development.

Jonathon’s interests are promoting the use of liberated (free and 
open source) software in science, and developing software which 
bridges the gap between methodologists and applied researchers. 
He was the original designer and developer of JASP, and currently 
works on jamovi.


